i 
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<120> NOVEL ANTI-IGF-'XR ANTIBODIES AND USES THF.RF.OF 

<130> D19919" 

<150> FR 03/00 539 

<151> 2003-07-11 

<150> PCT/FR 03/00 178 * 

<151> 2003-01-20 

<150> t'K 02/00 653 
<15;1> 2002-01-10 

<150> FR 02/00 feb4 
<151> 2002-01-13 

<150> FR 02/05 753 
<151> 20C2-05-O7 

<160> 156 

<1"0> Patentln Ver. 2.1 

<210> 1 

<211> 48 

<212> DNA 

<713> Mus IHU3 cuius 

<220> 
<221> CDS 
<122> (1) . . (48) 

<400> 1 

aga tct age cag age att gta cat agt aat gga aac arc tat tta caa 48 

Arg Scr Ser Gin Ser lie Val His Ser Asn Gly. Asn Thr Tyr Leu Gin 

1 5 10 15 



<210> 2 
<211> 16 
<212> PRT 

<213> Mus' mus cuius 
<400> 2 

Arg Ser Ser Gin Ser lie Val His Scr Asn Gly Asn Thr. Tyr Leu Gin 
1 5 10 15 



<>:io> 3 

<211> 21 

<212> DNA 

<213> Mus musculus 



<220> 
<221> CDS 

<r??> (i) . . (2D 



<400> 3 

aaa gtt tec aac cga ctt tat. 
Lys Val Ser Asn Arg Leu Tyr 
1 5 



<210> 4 
<211> 7 
<212> PRT 

<213> Mus musculus 
<400> 4 

Lys VaL Ser Asn Arg Leu Tyr 
1 5 



<110> 5 

<211> 27 

<212> DNA 

<213> MUS musculus 

<220> 
<221> CDS 
<222> (1)..{27) 

<400> 5 

ttU caa ggH tea cat gtt ccg tgg acg 
Phe Gin Gly Ser His Val Pro Trp Thr 
1 5 



<210> 6 
<211> 9 
<212> PRT 

<213> Mus musculus 
<400> 6 

Phe Cln Cly Ser His Val Pro Trp Thr 
1 5 



<210> 7 

<211> 18 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<22Z> tU . . (IS) 

<400> 7 

ggt ggt tat tta tgg aac 
Gly Gly Tyr Leu Trp Asn 
1 5 



3 



<2io> a 

<211> 6 
<SA>> PRT 

<213> Mus m\i5? villus 
<400> 8 

Gly Gly Tyr Leu Trp Asn 
1 5 



<210> 9 
<211> 48 
<212> DNA 

<213> Mus musculus 

<220> J ' 

<27\> CDS 
<222> (1) . . (49) 

<400> 9 

tac ata age t<ic gac ggt acc aa^ a?.c tac aaa cca tct etc aaa qat 4 3 

Tyr lie Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp 
15 10 15 



<210> 10 
<211> 16 
<212> PR? 

<213> Mus musculus 
<400> 10 

Tyr lie Ser Tyr Asp Gly The Asn Asn Tyr Lys Pro Ser Leu Lys Asp 
15 10 IS 



<2io> n 

<211> 24 
<212> DNA 

<213> Mus musculus 

<220> 
<y.2l> CDS 
<225> (1 ) . . (24) 

<400> 11 

tac ggt agg gtc tec ttt gac tac 24 
Tyr Gly Arg Val Phe Phe Asp Tyr 

1 f; 



<210> 12 
<Z11> e 
<212> PRT 

<213> Mus musculus 
<400> 12 

Tyr Gly Arg Val Phe Phe Asp Tyr 
1 5 



<210> 13 



<211> 26 

<212> DNA 

<213> Mui; musculus 

<400> 13 

atgaaatgca gctgggtcat sttctt 



<210> 14 

<211> 26 

<212> DMA 

<213> Mus musculus 

<400> 14 

atgggatgga gctrtaucat sytctt- 



<210> 15 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 15 

atgaagwtgt ggttaaactg ggtttt 



<210> IS 
<211> 23 
<212> DNA 

<213> Mus musculus 
<400> 16 

atyracttcg ggytcagctt grt 



<210> 1? 

<211> 26 

<212> DMA 

<213> Mus musculus 

<400> 17 

arggactcca ggctcaattt agtttt 



<210> 16 

<211> 26 

<2\Z> DNA 

<213> Mus musculus 

<400> IS 

alygctgtcy ^rgsgctrct cttctg 



<210> 19 
<211> 26 
<212> UNA 
<213> Mus 



musculus 



<400> 19 

atggratgga gckggrtctt tmtctt 



<210> 20 

<211> 23 

<212> DMA 

<213> Mus musculus 

<4QQ> ?.() 

atgagagtgc tgattctttt gtg 



<210> 21 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 21 

dLggmttggg tgtggamctt gctatt 



<210> 22 
<211> 26 
<212> DNA 

<21'i> Mus musculus 
<400> 22 

atgggcagac ttacattctc attcct 

<210> 23 

<211> 28 

<212> DNA 

<213> Mus musculus 

<400> 23 

atggaUttt.g ggctgatttt ttttattg 



<7i n> 2^ 

<211> 2fi 
<212> DNA 

<213> Mus musculus 
<400> 24 

atgatggi:gt taagtcttct gtacct 



<210> 25 

<211>- 29 

<212> DNA 

<213> Mus musculus 

<400> 25 

atgaagttgc ctgttaggct yllggtgct 



<21'J> 26 
<211> 29 
<212> DNA 

<213> Mus musculus 



<400> 26 



alggagwcag acacactcct gytatgggt 



<210> 27 

<211> 23 

<212> DMA 

<213> Mus musculus 

<400> 27 

atgagtgtgc tcactcaggt CCt 



<210> 28 
<211> 26 
<212> ONA 

<213> Mua musculus 
<400> 20 

atgaggrccc ctgctcagwf. tyttgg 



<210> 29 

<2ll> 29 

<212> T;NA 

<215> mus musculus 

<400> 29 

atggatttwc aggtgcagat twtcagctt 



,<21Q> 30 
<211> 29 
<212> DNA 
<213> Mus musculus 

<40C> 30 

atggatttwc argtgcagat twtcagctt 



<21C> 31 
<211> 26 
<212> DMA 

<213> Mus musculus 
<400> 31 

atgaggtkcy ytgytsagyt yctgrg 



<210> 32 
<211> 23 
<212> DNA 

<213> y.us musculus 
<400> 32 

atgggcwtca agatggagtc aca 



<210> 33 
<211> 29 
<212> DNA 

<213> Mus musculus 



<4CC> 33 

atgtggggay ctkttiycmm tttttcaat 



<21C> 34 
<211> 24 ' 
<212> DNA 
<213>.Kus musculus 

<400> 34 

atggtrtccw r.aactcagtt cctt 



<210> 35 

<211> 26 

<212> DNA 

<213> Mug musculus 

<400> 35 

a Ig la la tat gf.ttgttgtc tatttc 



<23 0> 3r 

<211> 26 

<212> DNA 

<21*i>. Mus musculus 

<400> 36 

atggaagccc cagctcagct tctctt 



<210> 37 
<211> 26 
<212> DNA 

<213> MUS ElU3CUlU3 

<4Q0> 3*7 

.atgragtywc aqacccaggt cttyrt 



<21 1> 2* 

<212> DMA 

<213> Mus mus cuius 

<400> 3S 

atggagacac attctcaggt ctttgt 



<210> 59 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 39 

atggattcac aggcccayijl tcttat 



<210> 40 
<211> 2U 




<212> DNA 

<213> Mus musculus 



<400> 40 

actggatggt gggaagatgg 



20 



<210> 41 
<211> 42 
<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (I).. (42) ... 
<40G>.41. J 

get gat get gca cca act gta tec ate ttc cca cca tec agt 4 2 

Ala Asp Ala Ala Fro Thr Val Sar lie Phe Pro Pro Ser Ser 
1 5 10 



<21C> 42 
<211> 14 
<212> PRT 

<213> Mus musculus 

<400> 42 

Ala Asp Ala Ala Pro Thr val.Ser Ho Phe Pro Pro Ser Ser 
1 b 10 



<210> 44 
0.n> 18 
<21 2> DNA 

<213> Mus musculus 
<400> 44 

ccagtggata gacacatg 16 



<210> 45 
<211> 33 
<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (33) 



<210> 43 
<211> 20 
<212> DNA 



<213> Mus musculus 



<400> 43 

ccatcttccc accatccagt 



20 



<400> 45 

gee aaa acg aca ccc cca tct etc tat cca ctg 



33 



Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu 
15 10 



<210> 45 
<21i> 11 
<2]2> FRT 

<213> MuS musculus 
<400> 46 

Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu 
15 10 



<210> 47 
<211> 21 
<?.)?.> DNA 

<213> Mus musculus 
<400> 47 

cccccatctg tctatccact g 



21 



<210> 48 
<211> 439- 
<212> DNA 

<213> Mus musculus 
<220> 

<221> CDS ... 
<222> (28) . . (393) 

<400> 43 

atgaagttgc ctgttaqqct gttggtg ctg atg ttc tgg att cct get LCC aga 54 

Leu Met Phe Trp I1q Pro Ala Ser Arg 

1 b 



agt gat gtt ttg atg acc caa att cca etc tec etc cct gtc agU ctt 
Ser Asp Val Leu Met Thr Gin lie Pro Leu Ser Leu Pro Val Ser Leu 
10 15 20 25 



102 



gga gat caa gec tec ate tet tgc aga tct agt cac aqc att gta cal 
Gly Asp Gin Ala Ser He Ser Cys Arg Ser Ser Glr. Ser He Val His 
30 35 40 



150 



age aot gga aac acc tat tta caa tgg tac ctg cac aaa cca ggt cag 
Ser Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Fro Gly Gin 
45 * 50 55 



1 93 



tct cca aag etc ctg ate tac aaa gtt tec aac cga ctt tat ggg gtc 
Scr Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyr Gly Val 
60 • * 65 70 



246 



cca gac agg ttc agt ggc agt gga tea ggg aca gat ttc aca etc aag 
Pro Asp Arg Phe Ser Glv Ser Gly Ser Gly Thr Asp Phe Thr Lcu.Lvs 
75 00 85 



294 



ate age age gig gag get gag gat ctg gga gtt tat tac toe ttt caa 
Tie Ser Ser Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin 
90 95 100 105 



342 



ggt tea cat gtt cog tgg acg ttc yyt gga ggc acc aag ctg yaa arc 390 
Glv Ser His Val Pro Trp Thr Phc Gly Gly Gly Thr Lys Leu Giu lie 
. * 110 115 120 

aaa egg getgatgetg caccaactgt atccatcttc ccaccatcca gt 4 33 

Lys • 



<210> 49 
<211> 122 
<2127» PRT 

<?.T .H> Mus musculus 
<400> 49 

Leu Met Phe Trp He Pro Ala 5er Arg Ser Asp Val Leu Met Thr Gin 
1 5 10 15 

lie Pro Leu Ser Leu Pro Val Ser Leu Gly Asp Gin Ala Ser lie Ser 
20 25 30 

Cys Arg Ser Ser Gin Scr Ile Val His Se.r Asn Cly Asn Thr Tyr Leu 
35 40 45 

Gin Trp Tyr Leu Glr» Lys Pro Gly Gin Ser Pro Lys Leu Leu He Tyr 
50 " 55 60 

Lys val Ser Asn Arg .Leu Tyr Gly Val Pro Asp Arg Phe Ser Gly Ser 
65 7 0 7<> .30 

Gly Ser Gly Thr Aso Phe Thr Leu T.ys Ile Ser Ser Val Glu AU Glu 

bb 90 ■ $5 

Asp Leu Cly ValTyr Tyr Cys Phe Gin Gly Ser His Val Pro Trp Thr 
100 105 110 

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 
115 120 



<210> 50 

<21l> 438 

<212> UNA 

<213> Mus musculus 

<400> 50 

tacttcaacg g<?Crjatccga caaccacgac tacaagacct aayga'cgaag gtcttcacta 60 

caaaactact gggtttaagg tgagagggac ggacagtcag aacctctagt ueggaggtag 120 

agaaegtcta gatcagtctc gtaacatgta tcatt.acctt- tgtggataaa tgttaccatg 180 

gaegtctttg gtccagtcag aggtttcgag qactagatgt rtcaaaggtt ggctgaaata 240 

ccccagggtc tgtccaagtc accgtcacct agtccctgtc taaagtgtga gttrtagtcg 300 

tcgcr-cctcc gactcctaga ccctcaaata atgacgaaag ttccaagtgt ac*ogg<:acc 360 

Lgcaagccac ctccgtgglt cgacctttag tttgcccgac tacgacgtgq ttgacatagg 420 

tagaagggtg gtaggtca 438 

<210> 51 

<211> 438 

<212> DNA 

<^213> Mus musculus 



<220> 



<221> COS 

<222> (25) . . (105) 



<400> bl 

atgaiggtgt taagtcttct gtac etc tig aca gec att cct gyt auc ctg 51 

Leu Leu Thr Ala lie Pro Giy He Leu 
1 5 - 

tct gat gta cag ctt cag. gag tea cca cd; ggc etc gtg aaa cct tct $9 
Ser Asp val Gin Leu Cln Glu 5er Gly Pro Gly Leu Val Lys Pro Se-r 
10 15 20 25 

caq tct ctg tct etc acc tgc tct gtc ace ggc tac tec ate acc ggt 147 
Gin Scr Leu Ser Leu Tbr Cys Ser Val Thr Gly Tyr Ser lie Thr Gly 

30 , 35 40 

ggt tat. tit a tgg aac tgg ate egg cag ttt cca gga> aac aaa etc, qag 195 
Giy Tyr T.ftii Trp Asn Trp lie Arg Gin Phe Pro Gly Asn Lys Leu Giu 
4 5 50 55 

egg atg ggc tac at a age cae gac ggt acc a at aac tac aaa cca tct 243 

Trp Met Gly Tyr He Ser Tyr Asp Gly Thr Ash Asn Tyr Lys Pro Ser 
60 " 65 70 

etc aaa cat ega ate tec ate act cgt gac aca tct aag aac cag ttt 291 
Leu Lys Asp Arg He Gar He Thr Arg Asp Thr Ser" Lys Asn Gin Phe 
75 GC 85 

ttc ctg aag tty aal Lot. gtg act aat qaa gac aca get aca tat tac 339 
Phe Leu Lys Leu Asn Ser Val 'Thr Asn Glu Asp Thr Ala Thr Tyr Tyr 
90 95 100 105 

tgt gca aga tac ggt agg gtc ttc ttt gac Lac tgg ggc caa ggc ace 3$7 
Cys Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Qln Gly Thr 
110 115 120 

act etc aca gtc tec tea gecaaaaega cacccccatc tgtctatcca ctig 4 33 

Thr Leu Thr Val Ser Ser 
125 



<2J.0> 52 

<211> 127 ■ - 

<2'12> PRT 

<213> Mus mus cuius 
<400> 52 

Leu Leu Thr Ala lie Pro Gly He Leu Sec Asp Val Gin Leu Gin Glu 
J 5 10 15 

Ser Gly Pro Gly T.eu Val Lys Pro Ser Gin Scr Leu Ser Leu Thr Cys 
20 25 30 

Ser Val Thr Gly Tyr Ser He Thr Gly Gly Tyr Leu Trp Asn Trp Tie 
35- 40 45 

Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp Met Gly Tyr He Ser Tyr 
50 55 ' 6G 

Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp Arg He Ser He 



65 



70 



75 



30 



Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe Leu Lvs Leu Asn Ser Val . 

85 90 95 

Ttir Asn Glu Aap Thr Ala Thr Tyr Tyr Cys Ala Arg Tyr Gly Arg Val 

100 105 13 0 

Phc Phe Asp Tyr Trp Gly Gin Gly Thr Thr Levi Thr Val Ser Ser 

115 ■ , 120 125 



<210> 53 
<211> 438 
<212> om 

<?.13> Mus musculus 

j 

<400> 53 

tactaccace attcagaaga catggacaac tgtcggtaag gaccatagga cagactacac 60 
gtcgaagtcc tcagtcctgg accggagcac tttggaagag f.agagacag agagtggacg 120 
agacagcggc cgatgaggta gtggccacca ataaatacct tgacctaggc cgt.caaaggt 180 
cctttgtttg acctcaccta cccqatgtat tcgatgctgc catggttatt gargtttggt". 240 
ag^igagtttc tagcttagag gtagtgagca ctgtgtagat tcttggtcaa aaaggacttc 300 
aacttaagac actgattact tctgtgtcga tgtataatga cacgttctnt gccatcccag 3 60 
aagaaacuga tgacr.ccggt tccgtggtga gagtgtcaga ggagtcggUC ttgctgtggg 420 
ggtagacaga taggtgac 4 3« 

<210> 54 

<211> 112 ' - 

<212> PRT 

<213> mus musculus 
<400> 54 

Asp Val Leu Met Thr Gin lie Pro Leu Ser Leu Pro Va3 Ser Leu Gly 
1 b 10 .15 

Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin S<?.r lie Val His Ser 
20 25 3U 

Asn Gly Asn Thr Tyr Leu Gin trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Ly3 Leu Leu lie Tyr Lys Val Ser Asn Arg Leu Tyr Glv Val Pro 

50 . 55 6C. 

Asp Arg Phe Ser Gly Ser Gly Ser. Gly Thr Asp Phe Thr Leu Lys lie 

65 • . 70 . ;« ' : 75 80 

Ser Ser Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Glv 
Bh 90 95 

Ser His Val Pro Trp Thr Php. Gly Gly Gly Thr Lys Leu Glu lie Lys 
100 105 no 



<21C> 55 
<211> 112 
<212> PRT 

< 2 1 3 > Mus musculus 



<400> 55 

Asp Vni Leu Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
lb 10 li> 



Asp Gin Ala Ser lie Ser .Cvs Arg Ser Ser Gin Ser He Val Mis Ser 

20 25 30 

Asn Gly Asn Thr Tyr Lgu Glu Trp Tyr Leu Gin Lys Pro Gly Gin Ser 

3i> 40 45 

Pro Lys Leu Leu lie Tyr Lys Val Ser Asn. Arg Phe Ser Giy Val Pro 

50 5b 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 

65 '70 75 80 

Ser Arg Vgl Gin Ala Glu Asp Leu Glv Val Tyr Tyr* Cys Phe Gin Gly 

85 90 95 

Ser His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Asp Tift Lys 

100 105 110 



<210> 56 
<211> 112 
<212> PRT 

<215> Mus muscuius 
<400> 56 

Asp Val Leu Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
1 5 10- 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser Tie Val His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Giu Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
3 5 4 0 4b 

Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Va.l Pro 
.50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Cly Thr Asp Phe Thr Leu Lys lie 
65 70 75 30 

Ser Arg Vai Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Ser His Val Pro Trp Thr Phe Glv Giy Gly Thr Lys Leu- Glu lie Lys 
100 105 110 



<?10> 57 
<211> 112 
<212> PRT 

<213> Mus musculus 
<400> 57 

Asp Val Val Met Thr Cln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
I 5 10 15 

Asp Gin Alr> Ser lie Ser Cys Arg Ser Ser . Gin' Ser Leu Val His Ser 



20 



25 



30 



Asn Gly Asn Thr Tyr 
35 

Pro Lys Leu Leu lie 

50 . 

Asp Arg Phe Ser Glv 
65 

Ser Arg Val Glu Ala 
65 

Thr His Val Pro Tyr 
100 



Leu Glu Trp Tyr Leu Gin 
40 

Tyr Lys Val Scr Asn Arg 
55 

Ser Gly Scr Gly Thr Asp 
70 75 

Glu Asp Leu Gly Val Tyr 

90 • 

Thr Phe Gly Gly Gly Thr 
105 



Lys Pro Gly Gin Ser . 
4b 

Phe Ser Gly Va.l Pro 
60 



Phe Thr Leu Lys lie 

eo 



Tyr Cys Phe Gin Gly 
95 

Lys Leu Glu lie Lys 

1.10 



<210> 58 

<211> 112 

<Z\Z> PRT 

<213> Homo sapiens 

<400> 53 

Asp lie Val Met Thr Gin- Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 - 15 

Glu Pro Alr*j Scr lie Ser Cys Arg Ser Ser Gin <=er Le. u Leu His Ser 
20 25 30 

Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Lcru .Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu lie Tyr T.eu Gly Scr Asn Arg Ala Ser Gly Val Pro 

55 60 

Asp Arg ?he Ser (T>ly Scr Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin Ala 
95 ^90 95 

Leu Gin Thr Pro Gin Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100- 105 110 



<210> 59 

<211> 100 

<212> PRT 

<?1.3> Homo sapiens , 

<400> 59. 

Asp lie Val Met Thr GJ n ?pt Pro Leu Ser Leu ^Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Leu His Ser 
20 * 2 5 30 



Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 



i'ro Gin Levi Leu lie Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro 
50 f)5 . 60 



Asp Arg Phe Scr Gly 
C5 

Ser Arg Val Glu Ala 
35 

Leu Gin Thr Pro 
100 



Ser Gly Ser Gly The Asp 
70 75 

Glu Asp Val Gly Val Tyr 
90 



Phe Thr Leu Lys He 
SO 

Tyr Cys Met Gin Ala 
95 



<210> 60 
<211> 112 
<212> PRT 

<?.13> Homo sapiens 
<220> 

<22l> VARIANT 
<222> (35) . . (36} 

<223> XAA is any of the amino acid 



<220> 

<221> VARIANT 
<222> (39) . 

<223> XAA is any of the amino acid 
<220> 

<221> VARIANT ' 
<222> (99) 

<223> XAA is any of the amino acid 
<40(J> 60 

Asp He Vai Met Thr Gin Ser fro Leu Scr Leu Pro Val Thr Pro Gly 
lb 10 15 

Ciu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Lou His Ser 
20 25 30 

Asp Gly Xaa Xaa Tvr Leu Xaa Trp Tyr Lea Gin Lys Pro Gly Gin Ser 
.35 40 4 5 

Pro Gin Leu Leu Ho -Tyr Leu Val Ser Asn Arg Ala Ser Gly Val Pro 
50 bS 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 ?0 • 75 80 

Ser Arg Vnl Gin Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin Ala 

90 95 

Leu Gin Xaa Pro Arg Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 



<210> 61 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 61 

Asp Vai Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val 
15 10 



Thr Pro Gly 
15 



Glu Pre Ala Ser He Ser Cys Arg Ser Ser Gin Ser Tie Val Mis Ser 

20 2i> 3.0 

Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Lea Ho Tyr Lys Val Ser Asn Arg Leu Tyr Gly Val Pro 
50 bb 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 

65 " 70 75 ' 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr. Cys fc»he Gin Gly 
35 90 95 

Ser His Val Pro Trp Thr Phe Cly Gin Gly Thr Lys Val Glu Tie t.y« 
100 105 110 



<210> 62 

<211> 433 

<?\2> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (414) 

<400> 62 

gtcagaaege gtgccgccac c arg aag tfcg. cct gtt agg ctg ttg gtg ctg 51 

Met Lys Leu Pro Val Arg Leu Leu Val Leu 
1 5 10 

atg ttc tgg ttt cct get tec age agt gat gtt gig atg act cag tct 99 
Met Phe Trp Phe Pro Ala Ser Ser Ser Asp Val Val Met Thr Gin Ser 
15 20 25 

cca etc tec ctg ccc gtc acc cct gga gag ccg gec ccc ate tec tgc 147 
Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser lie Ser Cys 
30 .35 -40 

agg tct agt cag age att gta cat agt aat gga aae acc tat ttg caa 195 
Arg Ser Ser Gin Ser lie Val His Ser A$n Gly Asn Thr Tyr Leu Gin 
45 . 50 55 

tgg tac dig cag aag cca ggg cag tct cca cag etc ctg ate tat aaa 24 3 
Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu lie Tyr Lys 
60 . fih 7 0 

gtt tct aat egg ctt tat ggg gtc cct gac agg ttc agt ggc age gga 291 
Vcl Scr Asn Arg Leu Tyr Gly Val Pro Asp Arg. Phe Ser Gly Ser Gly 
' 75 80 05 90 

tea ggc aca gat ttt aca ctg aaa ate age aga gtg gag get gag gat 339 
Ser Gly Thr Asp The Thr Leu Lys lie Ser Arg Val Glu Ala Glu Asp 
55 100 " 105 



gtt ggg gtt tat tac Lgc zzz cvna ggt tea cat qtt ccg tgg <icg ttc 387 

Val Gly Val Tyr Tyr Cys L J he Gin Gly Ser His Val Fro Trp Thr ?he 
130 115 120 

ggc caa ggg acc aag gLg gaa ate oaa eg* gagtggatcc tetgeg 433 
Gly Gin Gly Thr Lys Val Glu He Lys 
125 130 



<210> 63 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400? 63 

Met Lvs Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Phe Pro Ala 
1 5 10 ■> 15 

Ser Ser S<sr Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val 
20 .25 30 

Thr Pro Cly Clu Pro Ala Ser Tie Ser Cys Arg Ser Ser Gin Ser He 
35 40 45 



Val His 5cr Asn Gly Asn Thr Tyr Lou Cln Trp Tyr Leu Gin Lys Pro 

50 55 . 60 

Gly Gin Ser Pro Gin Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyr 

65 70 75 30 

Gly. Val Pro Asp Arg Phe Ser Gly Ser Gly Ser G3y Thr Asp Phe Thr 

85 90 95 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 

100 105 110 

Phe Gin Gly Ser His Val Pro Trp Thr Phe Gly Gin Gly Thr Lys Val 

115 120 125 



Glu I1g Lys 

130 



<210> 64 
<21i> 433 
<212> DNA 

<213> Homo sapiens . - 

<400> 64 

cagtcttgeg cacgcjcggrg gr.ac.r.tcaac ggacaatccg acaaccacga ctacaagaoc 60 
aaaggacgaa ggtegtcact anaaractac tgagtcagag gcgagaggga cggqcagtgg 120 
ggacctctcg gccggagqta gaggacgt agat.cagf.ct cgtaacatgc atcattacct 180 
ttqtggataa aegttaccat ggaegtctte ggtcccgtca gaggtctcca ggaccagata 240 
tttcaaagat tagecgaaat accccaggga ctgtccaagt. coccgtcacc tagtccgtgt 300 
ctaaaatgtg acttttagtc gtctcacctc cgactcctac aaccccaaat aatgacgaaa 3 60 
gttccaogtg tacaaggcac ctgcaagccg gttccctggt tccaccctta gtr.t.gcactc 420 
acctagqaga CQC 4 33 



<210> 65 
<211> 112 



<212> PRT 

<213> Homo sapiens 



<400> 65 
Asp He Val Met 
1 



Glu Pro Ala Ser 
20 



Asn Gly Asa Thr 
35 



Pro Gin Leu Leu 
50 



Asp Arg Phe Ssr 
65 



Ser Arg val Glu 



Ser His Val Pro 
100 



Thr Gin Ser Pro 
5 

He Ser Cys Arg 



Tyr Leu Gin Trp 
40 

He Tyr Lys Val 
55 

Gly Se.r Gly Ser 
70 

Ala Glu Asp Val 
05 

Trp Thr.Phc Gly 



Leu Ser Leu Pro 
10 

Ser Ser Gin Ser 
25 

Tyr Leu Gin Lys 



Ser Asn Arg Leu 
60 

Gly Thr Asp Phe» 
75 

Gly Val Tyr Tyr 
90 

Gin Gly Thr Lys 
105 



Val Thr Pro Gly 
1 b 

He Val His Ser 
30 

Pro Gly Gin Ser 
45 

Tyr Gly Val Pro 



Thr Leu t.ys He 
30 

Cys Phe. Gin Gly 
95 

Val Glu He Lys 

. no 



<210> 66 

<.211> 4 33 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (414) 

<400> 66 

gtcagaaege gtgccgccac c atg aag ttg cct gtt agg ctg ttg gtg ctg 51 

Met Lys Leu Pro Val Arg Leu Leu Vni Leu 
IS 10 

atg ttc tgg ttt cct get Lcc age agt gat att gtg atg act cag tct 99 
Met Phe Trp Pha Pro Ala Ser Ser Ser Asp He Val Mel Thr Gin Ser 
15 20 25 

cca etc tec ctg ccc qtc acc cct gga gag ccg gec tec ate tec tgc 147 
Pre Leu Ser T.eu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys 
30 35 40 

agg t;cr agt cag age att gta cat agt aat gga aac acc tat ttg caa 195 
Arg Ser Ser Gin Ser Tie* Val His Ser Asn Gly Asn Thr Tyr Leu Gin 
4 5 50 5 5 

tgg tac ctg cag aag eca ggg cag tct cca cag etc ctg ate tat aaa 243 
Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr T.ys 
60 65 70 

gtt tct aat egg ct.t tat ggg gtc cct gac agg ttc agt ggc agt gga 291 
Val Ser Asn Arg Leu Tyr Cly Val Pro Asp Arg Phe Ser Gly Ser Gly 
75 ^ 80 - 95 90 



tea ggc aea gat ttt .aca ctg aaa ate age aga gtg gag get gag gat 339 



Ser Gly Thr Asp Fhe Thr Leu Lys lie Ser Arg Val Glu Ala Glu Asp 
95 100 105 

gtt yyg git tat tac tgc ttt caa ggt tea car. gtt ccg tgg acg ttc 337 

Vol Gly Val Tyr Tyr Cys Phc Gin Gly Ser His Va L Pro Trp Thr Phe 

110 " 115 120 

ggc caa ggg acc aag gtg gaa ate aaa egt gagtggatcc tetgeg 433 

Gly Gin Gly Thr Lys Val Glu lie Lys 

125 130 



<210> 67 

<211> 131 . .., 

<212> PRT 

<?.13> Homo sapiens 

j 

<4 00> 67 

Met Lys Leu Pro Val Arg T,<=sn Leu Val Leu Met Phe Trp Phc Pro Ala 
1 5 10 IS 

Scr Scr Scr Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val 
20 25 30 

Thr Pro Gly Glu Pro Ala Scr He Ser Cys Arg Ser Ser Gin Ser He 

35 40 ' 45 

Val His Ser Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro 
50 55 60 - 

Gly Gin Ser L'ro Gin Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyc- 
fri, 70 75 30 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
Hb 90 95 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 
100 10!) 110 

Phe Gin Gly Ser His Val Pro Trp Thr Phe Gly Gin Gly Thr Lys Val 
115 120 125 

Glu He Lv3 

• 130 



<21f)> 63 
<211> 4 33 
<212> DMA 

<213> Homo sapiens 



<400> 63 

cagtcttgeg 

aaaggacgaa 

ggacctctcg 

cigtggataa 

tttcaaagat 

Ctaaaatgtg 

glLccaagt.g 

acclcKjijaga 



caeggeggtg 
ggtcgccact 
geeggaggta 
aegttaccat 
tagecgaaat 
acttcLagtc 
tacaaggcac 
cac 



gtacttcaac 
acaacactac 
gaggaegtec 
ggaegtctte 
accccaggga 
gtctcacctc 
ctgcaagccg 



ggacaatccg 
tgagtcagag 
agatcagtct 
ggtcccgtca 
ctgtccaagt 
cgactcctac 
gt tcccxggt 



acaaccacga 
gtgagaggga 
cgtaacatgt 
gaggtgtega 
caccgccacc 
aaccccaaat 
tccaccttta 



Ctacaagaec 60 
egggcagegg 120 
atcattacct. 1 AO 
ggactagata 240 
tagtccgtgt 300 
aatgacgaaa 360 
gtttgeaetc 420 
4 33 



<210> 69 
<211> 117 
<212> PRT 

<213> Mus musculus 
<400> 69 

Asp Val Gin Leu Gin Glu Ser Gly Pro Giy Leu Val Lys Pro Ser Gin 
1 5 10 15 

Ser Leu Ser Leu Thr CyS Ser Val Thr Gly Tyr Ser He Thr Gly Gly 
20 25 " 30 

Tyr Leu Trp Asn Trp lie Arg Gin Phe Fro Gly Asn Lys Leu Giu Trp 
35 40 45 

Met Gly Tyr lie Ser Tyr Asp GJ.y Thr Asn Asn Tyr Lys Pro Scr Leu 
50 55 60 

Lys Asp Arg He Ser I1a Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe 

"65 70 . 75 80 

Leu Ly3 Leu Asn Ser Val Thr Asn Glu Asp Thr Ala Thr Tyr Tyr Cys 
S5 90 " 95 

Ala Axg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly Thr Thr 

ioo 105 no " 

Leu Thr Va.l Ser Ser 
115 



<210> 70 

<211> 118 

<212> PRT . 

<213> Mus mus cuius 

<400> 70 

Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Sor Gin 
1 5 10 15 

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser He Thr Ser Gly 

20 25 .30 

Tyr Tyr Trp Asn Trp He Arq Gin Phe Pro Giy Asn Lys Leu Glu Trp 
35 40 45 

Men Gly Tyr Tie Asn Tyr Asp Gly Asn Asn Asn Tyr Asn i J ro Ser Leu 
50 55 60 

Lys Asn Arg He Ser lie Thr Arg Asp Thr 5er Lys Asn Gin Phe Phe 
65 70 Yb 80 

Lp.u Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr- Tyr Tvr Cys 
85 90 95 

Ala Arg Glu Gly Tyr Cly Tyr Phe Phe Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 

Thr Leu Thr Val Ser Ser' " 



lis 



<210> 71 
<211> 118 
<212> PRT 

<213> Mus musculus 
<400> 71 

Glu Val Gin Leu Gin Glu Ser Gly Pro Ser Leu Val Lvs Pro Ser Gin 
1 5 10 15 

Thr Leu Ser T,eu-Thr Cys Ser Val Thr Gly Asp Ser lie Thr Ser Gly 
20 25 30 

Tyr Trp Asn Asn Trp Tls Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp 
35 40 ^ 45 

Met Gly Tyr lie Ser Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu 

50. 55 50 

Lys Ser Arg He Scr lie Thr Arg Asp Thr Ser Lys Asn Gin Tyr Phc 
65 70 75 80 

Leu Gin Leu Asn Her Val Thr ,Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 
65 90 95 

Ala Arg Gly C-ly Tyr Gly Tyr Gly Phe Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 

Thr Vol Thr Val Ser Ser 
115 



<210> 72 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Gin Val Gin Leo Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
1 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Tyr 
20 25 30 

Trp Ser Trp Asn Trp. lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

lie Gly Arg lie Tyr Tyr Ser Gly Ser Thr Xaa Tyr Asn Pro Ser Leu 
50 - 55 60 

T.ys Ser Arg Val Thr lie Sor Val Asp Thr Ser T.ys Asn Gin Phe Ser 
65 . 70 75 80 

Leu Lys Leu Ser Scr Val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arq Glu Leu Pro Gly Gly Tyr Asp Val Trp Gly Gin Gly Thr Leu 
100 105 ' 110 



Val Thr Val Ser Ser 
ll!> 



<210> 73 

<211> 123 

<212> PUT' 

<213> Homo sapiens 

<400> 73 " 
Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 5' 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser He Ser Ser Gly 
2C 2S 30 

Tyr Tyr Trp Ser Trp Tie Arg Gin, Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

lie Gly Ser Mat Phe His Ser Gly Ser Ser Tyr Tyr Asn Pro Ser Leu 
50 55 60 

Lya Ser Arg Val Thr lie Scr Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 . 70 75 80 

Leu Gin Leu Arg Scr Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

A io Arg Gly Arg Tyr Cys Sex; Sec Thr Scr Cys Asn Trp Phe Asp Pro 
100 1 105 ' 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
11S . 120 



<210> 14 
<211> 93 
<212> PRT 

<213> homo sapiens 
<'.Q0> 74 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 

1 . . 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lie Ser Ser Gly 
?.0 25 30 

Tyr Tyr Trp 55er Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp- 
35 40 45 

lie Gly Ser lie Tyr His Ser Gly Ser Thr Tyr Tyr Asn Pro Sor Leu 
50 55 60 

Lys Scr Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 30 

Leu Ly3 Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
S5 90 95 



Aid Aig 



<210> 75 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Scr Glu 
1 5 10 .15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr. Ser He Thr Gly Gly 
20 ■ 25 30 

Tyr Leu Trp Asn Trp Tie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

Met Gly Tyr lie Ser Tyr Asp Gly Thr Asn Asn Tyrv T.y.s Pro Ser Leu 
50 ~ 55 60 

Lys Asp Arg He Thr . He Scr Arg Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 90 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Gly Arg. Val Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

val Thr v t il Sor Ser 
' 115 



<210> 76 . 
<211> 445 
<212> DMA 
<213> Homo sapiens 

<220> 

<221> CDS 

<Z?2> (22) . . C42G) 

<400> 76 

gtcagaaege gtgccyccac c atg aaa qtq ttg agl ctg ttg tac etc ttg 51 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu 
15 10 

aca gec att cct ggt ate ctg tct cag gtg cag ctt cag gaq teg qgo 9 9 
Thr Ala Tie Pro Gly He Leu Ser Gin Val Gin Leu Gin Glu Ser Gly 
15 P.O 25 

cca gga ctg gtg aag cct. teg gag acc ctg tec etc ace r.gc act gtc 147 
Pro Gly Leu Vai Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val 
30 35 4 0 

tct ggt tac tec ate acc ggt ggt tat tta tgg aac tgg ata egg cag 195 
Ser Gly Tyr Ser He Thr Gly Cly Tyr Lou Trp Asn Trp Tie Arg Gin 
45 50 55 

ccc cca ygg aag gga ctg gag tgg atg ggg tat ate age tac gac ggt 2 43 
Fro Pro Gly Lys Gly Leu Glu Trp Met Gly Tyr He Ser Tyr Asp Gly 
60 65 70 



acc aat aac tac aaa ccc tec etc .lag gat cca ate acc azn tea cgt 291 
Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp Arg lie Thr lie Ser Arg . 
.75 30 85 90 

gac acg tec aag aac cag ttc tec ctg aag ctg age tel gtg acc get 339 
Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Scr Ser Val Thr Ala 
95 100 105 

gcg.gac act gca gtq tat tactgt gcg aga tac ggt agg gic ttc ttt 367 
Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Gly Arg Val the Fha 
110 115 120 

gac tac tgg ggc cag gga acc ctg gtc acc gtc tec tea ggtgagtgga 436 
Asp Tyr Trp Gly Gin fily Thr Leu Val Thr Val Ser Ser 
125 130 - 

j 

tectctgeg 44b 



<210> 77 
<2U> 135 
<212> PR" 1 

<213> Homo sapiens 
<400> 77 

Met Lys Val Leu Scr Leu Leu Tyr Leu Leu Thr Ala lie Pro Civ He 
1.5 10 15 

Leu Ser Gin v/al Gin Leu Gin Glu Ser Gly Pro Gly Leu Veil T.ys Pro 
20 25 * 30 

Ser- Glu Thr Leu Ser Leu Thr Cvs Thr Val Ser Gly Tyr Sor He Thr 
35 40 45 

Gly Gly Tyr Leu Trp Asn Trp He Arg Gin Pro Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Met Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 70 75 tfO 

Ser Leu Lys Asp Arq He Thr He Ser Arg Asp -Thr Ser Lys Asn Gin 
fi5 90 95 

Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 
100 105 110 

Tyr Cys Ala Arc Tyr Gly Arg Val Phe Fhe Asp Tyr Trp Gly Gin Gly 
115 120 125 

Thr Leu Val Thr Val Ser Ser 
130 



<210> 79 
<211> 445 
<212> ON A 

<213> Homo sapiens 



<400> 78 

cagtcttgeg caeggeggtg gtaetlteac oactcagaca acatggagaa etgtcggtaa 60 



ggaccatagg acagaytcca 
ctctgggaca gggagtggac 
ttyaccLalg ccgtcggggg 
ccatggttat tgatgtltgg 
ttcttggtca agagggactt 
acacgctcta tgccatccca 
aggagteeac tcacctagga 



cgtcgaagtc ctcagcccgg 
gtgacagaga ccnatgaggt 
tcccttccct gacctcaccr. 
g^gggagttc ctagcttagl 
cgactcgaga cactggcgac 
gaagaaactg atgaccccgg 
gacgc 



gtcctgocca cttcggaagc 120 
agtgyccacc aataantacc 190 
nrcccatata gtcgatgctg 240 
ggta-tagtgc actgtgcagg 300 
gcctgtgacg tcncataatg 360 
tccettggga ccagtggcag 4>.o 

445 



<210> 79 
<211> 117 
<212>" PRT 

<213> Hcmo sapiens 



<400> 79 

Gin val Gin Levi Gin Glu .Ser Gly Pro Gly Leu Vai» Lys Pro Ser Glu 
1 5 10 15 

Xhr Leu Set Lau Thr Cys Thr Val Ser Cly Tvr Ser lie Thr Gly Gly * 
20 25 .30 

Tyr Leu Trp Asn Trp Tic Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

lie Gly Tyr lie Sor Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu 
50 ' 55 60 

Lys Asp Arg Val Thr lie Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser 
65 ' 70 7 5 00 

T.ftu Lys Leu Ser Ser val Thr Ala Ma Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Cly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser 
115 



<210> SO 

<2ll> 445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> {72) . . (476) 

<4CC>- 80 

gccagaacgc gtgccgccac c arg aaa gtg ttg agt ccg Dtg tac etc ttg 51 

Met Lys V c -n r.ciu Ser Leu Leu Tyr Leu Leu 

1 5 .10 

aca gec att cct ggt ate czg tct cag gtg cag cct cag gag teg gec 99 
Thr Ala He Pro Gly lie Leu Ser Glh Val Gin Leu Gin Glu Ser Gly 
15 20 25 



cea yya clg gtg aag cct teg gag <icc ctg tec clc acc tgc act gtc 147 
Pro Gly Leu Val Lys Pre Ser Glu Thr Leu Ser Leu Thr Cys Thr Val 



30 



.35 



40 



tct ggt tac tec ate acc ggt ggt tat tta tgg aae tgg aca egg cag 195 
Ser Gly Tyr Ser lie Thr Gly Gly Tyr Leu Trp Asn Trp lie Arg Gin 
45 50 55 

ecc cca ggg aag gga ctg gag tgg ate ggg tat ate age tac gac ggt 243 
Pro Pro Gly Lys Gly Leu Glu Trp lie Gly Tyr lie Ser Tyr Asp Gly 
60 65 70 

acc aat aac tac aaa ecc tec ctc'aag gat cga gtc acc ata tea cgt , 291 
Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp Arg Val Thr He Ser Arg 
75 ao 85 90 

gac acg tec flag aac caq ttc tec ctg aag ctg age tct gtg acc get 339 
Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Ser Ser Val Thr Ala 
95 100 •> ICS 

gcg gac act gca gcg tat tac tgt geg aga tac ggt *gg gtc ttc ttt 387 
Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe 

" 110 . 115 120 

gac tac tgg ggc cag gga acc ctg gtc acc gtc tee tea ggtgagtgga 436 
Asp Tyr Trp Cly Gin Gly Thr Leu Val Thr Val Scr Sor 
125 130 

tcctctgcg 4 45 

<210> 81 
<211> 135 

<212> PRT - 
<213> Homo sapiens 

<400> 91 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala He Pro Gly Ha 
15 10 15 

Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro 

,P.O 25 30 

Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser Ho Thr 
35 40 - 45 

Gly Gly Tyr Leu Trp Asn Trp He Arq Gin Pro Pro Gly. Lys Gly Leu 
50 55 60 . 

Glu Tro He Gly Tyr Tie Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 * * " 70 75 60 

Ser Leu Lys Asp Arg Val Thr He Ser Arg Asp Thr Ser Lys Asn Gin 
85 90 - 95 

Phe Ser Leu Lys Leu Scr Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 
100 ICS 110 

Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly 
115 120 125 . 

Thr Leu Val Thr Val Ser Sar 
130 



<210> 82 
<211> 4 45 
<212> DMA 

<213> Homo sapiens 



<400> 32 

cagtcttgcg 

qqaccataqq 

ctctgggaca 

ttgacctatg 

ccatggtxat 

r.f.r.t.tggt.ca 

acar.grrtct a 

aggagtccac 



eacggcggtg 
acagagtcca 
qqqaqtggac 
ccgtcqqqqq 
tgatgtttgq 
agagggactc 
tgccatccca 

ccacctagga 



gtactttcac 
cgtcgaagtc 
gtgacagaga 
tcccttcccL 
qagqqaqttc 

cgactcgaga 
gaagaaactg 
gacgc 



aactcagaca 
ctcagcccgg 
ccaatgaggt 
gacctcacct 
ctagctcagt 
cactggcgac 
atgaccccgg 



acatggagaa 
g tcctgacca 
agtcgccacc 
agcccatata 
ggtatagtgc 
gcctytgacg 
tcccttggga 



ctgtcggLaa 60 
cttcggaagc 120 
aataaatacc 180 
gtcgatgctg 24 0 
actgtgcagg. 30 0 
tcacataatq 3 60 
ccagtggcag 4 20 
445 



<210> S3 
<211> 111 
<2\2> PRT 

<213> Homo sapiens 
<400> 83 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Fro Ser Glu 
1 5 10 15 

Thr Leu Ser Leu Thr Cys Tin Val Ser Gly Tyr Ser lie Ser Gly Gly 

20 -25 30 



Tyr Leu Trp Asn Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 

40 45 



lie Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pre Ser Leu 
50 hb 60 

Lys Asp Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
3 5 90 95 

Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Giy Thr Leu 
100 105. 110 

Val Thr Val Ser Ser 
11S 



<210> 84 
<2U> 445 
<212> DNA 

<213> Home sapiens 



<22C> 

<221> CDS 

<222> {22) . . (426) 



<400> 84 

gtcacaacyc yLgccgccac c atg aaa gtg ttg agt ctg ttg tac d:c ctg 51 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu > 



1 5 10 

aca gcc att cct ggt ate ctg let cag gtg cag ctt cag gag teg ggc 

Thr Ala lie Pro Gly lift Leu Ssr Gin Val Gin Leu Gin Glu Ser Gly 

"15 20 25 



gac acg tec aag oac cag ttc ice ctg nag ctg age cct gtg ace get 
Asp Thr Ser Lys Asn Gin Phe Ser Leu T.-ys Leu Ser Ser Val. Thr Ala 
95 100 105 . 



tcctctgcg 



<210> 85 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala lie fro Gly He 
1 5 10 . 15 

T.eu Sor Gin Val Gin Leu Gin Glu Sec Gly Pre Gly Leu Val Lys Pro 
20 25 .30 

Ser Glu Thr Leu Ser Leu Thr Cy3 Thr Vn\ Ser Gly Tyr Ser He Ser 
35 40 45 

Gly Gly Tyr Leu Trp Asn Trp He Arg Gin Pro Pro Gly Lys Gly Leu 

50 55 . .60 

Glu Trp lie Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 • 70 75 90 

Ser Len Lys Asp Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin 
95 90 95 



99 



cca gga cty gig aag cct teg gag acc ctg tec etc acc igc act gtc 147 

Pro Gly Leu Vai Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val 

30 3b 40 

tct ggt tac tec ate age ggt qqt tat tta tgg aac tgg ata egg cag 195 

Ser Gly Tyr Ser He Ser Gly Gly Tyr Leu Trp Asn Trp He Arg Gin 

4t> 50 55 

ccc cca qqg aag gga ctg gag tqg ate ggg tat ate age tac, gac ggt 243 

Pro Pro Gly Lys Gly Leu Glu Trp Tie. Gly Tyr He Ser Tyr Asp Gly 

60 65 70 

acc aat aac tac aaa ccc ccc etc aag gat cga gtc arc ata tea ctg 291 

Thr Asn Asn Tyr Lys Fro Ser Leu Lys Asp Arg Val Thr He Ser Val 

75 SO 8 5 90 



339 



gcg gac act gca gtg tat tac Ujl gcg aga tac ggt agg gtc ttc ttt 3S7 

Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Gly Arq Val Phe Phe 

110 115 120 . 

gac tac tgg ggc cag gga acc ctg gtc ace gtc tec Lea ggtgagtgga 436 

Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 

125 130 



445 



She Ser Leu Lys T.eu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 
100 10b 110 



Tyr Cys Al* Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly 
115 120 125 

Thr Leu Val Thr Val Ser Ser 
130 



<2\0> 36 

<211> 445 

<212> DNA 

<213> HoTiin sapiens 



<400> 86 

cagtcr.tgcg 

ggaccatagg 

ctctgggaca 

ttgacctatg 

ccatggtta t 

ttcttggtca 

acacgctcta 

aggagtccac 



cacggcggtg 
acagagtcca 
gggagtggac 
ccgtcggggg 
tgatgtttgg 
agagggactt 
tgccatccca 
tcacctagga 



gtact crcac 
cgtcgaagtc 
gtgacagaga 
tcccttcccr. 
gagggagttc 
cgactcgaga 
gaagaaactg 
gacgc 



aar.f.cagaca 
ctcagcccgg 
ccaatgaggt 
gacctcacct 
ctagctcagt 
cactggcgac 
atgaccccgc 



aca-tggagaa 
gt.r.rt.gacca 
agtcgccacc 
agcccatata 
ggtatagtca 
gcctgtgacg 
tcccttqgga 



ctgtcggtaa 
cttcggaagc 
aataaatacc 
gtcgatgctg 
cctgtgcagg 
tcacataatg 
ecagtggcag 



60 

120 

180 

240 
300 
360 
420 
44 5 



<?.\a> a? 

<211> 18 
<212> CNA 

<213> Artificial sequence 
<220> 

<223> Description de la Artiticial sequence: 
Oligonucleotide 

<400> 87 • - 

gtcagaacgc gtgccgcc 



19 



<210> 88 
<211> 32 
<>\2> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> S3 

accacgaagt tgcctgttag gctgttggtg cf. 



32 



<21C> 39 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 



<400> 39 

gatgttcigg tttcctgctt ccagcagtga tg 



<210> 90 
<ill> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 90 

ttgtgotgac tcagtctcca CTCtcr.rf.gr: cc 



<210> 91 
<2U> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 1 

<400> 91 

gtcacccctg gagagcegge ctccatctcc tg 

<21U> 92 

<211> 32 

<212> DNA ' 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 92 

caqqtctayt cagaccatta tacatagLaa tg 

<2'10> 93 

<211> 30 

<?A'*> DNA 

•<213> Artificial sequence 

<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<4A0> 93 

gaaacaccta tttggaaugg tacctgeaga 

<2i0> 94 
<211> 32 
<212> UNA . 

<213> Artificial sequence 



<220> 

<2>;3> Description of artificial sequence 
Oligonucleotide 

<400> 94 

gycaacttca tggtggcqgc acgcgttctg ac 



<210> 95 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 95 

gaaaccagsa catcagcacc aacagectaa ca 

<21G> 96 
<211> 32 
<212> DMA 

<?.13> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<«300> 96 

ctgagtcatc acaacatcac tgctggnagc ag 



<210> 97 
<211> 32 
<212> DNA 

<213> Artificial sequence 

<220> ; 
<223> Description of artificial sequence 
Oligonucleotide 

<400> 9? 

tctccagggg tgacggqcag ggagagugga ga 

<210> 9fl 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 98 

t.ctgactaga ectgeaggag atggaggccg gc 



<210> 99 



<2n> :si 

<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of -artificial sequence 
Oligonucleotide 

<400> 99 

aaataqqtct ttccattact- atgtacaatg c 



<210> 100 
<9A\> 32 

<?7?> DNA \ 
<213> Artificial sequence* 

<220> 

<223> Description of artificial' sequence 
" Oligonucleotide 

<400> 100 

cagggcagtc tccacagcic ctgatctata a a 



<210> 101 
<211> 32 
<212> DNA . 

<213> ArtiflciciJ sequence 
<220> 

<223> Description ot artificial sequence 
Oligonucleotide 

<400> 101 

gtttctaatc ggctttatgg ggtccctgac ag 



<210> 102 
<2H> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 102 

gttcaqtggc agtggaccag gcacagattt ta 

<210> 103 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> .. 

<223> Description of artificial sequence 
Oligonucleotide 



<400> 103 



cacLgaaaat cagcagagtg uagycLgagg at 



<210> 1CM 
<211> .32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artiticial sequence 
Oligonucleotide 

<400> 104 

gircggggtr.t- attactgett tcaaggttca ca 

<210> 10b 
<211> 32 
<:212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 105 

tgtnccgtgg acgttcgyvi; aagggaccaa gg 

<210> 106 
<211> 30 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 106 - 
tggaaatcaa acgtgaqtgg atcctcLgcg 



<210> 107 
S211> 17 
<r2l2> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 107 ' 
tetgeaggta ecattge 

<210> 109 
<211> 21 
<212> DNA 

<213> Artificial sequence 

<220> 



<223> Description of artificial sequence 
Oligonucleotide 

<400> 108 

tgcaatggta cctgcagaag c 

<210> 109 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<720> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 109 

agactgccct ggcttctgca ggtaccattg ca 



<210> 110 
<21i> 32 
<212> DNA 

<213> Artificial- .-sequence 
<220> 

<223> Description of artificial sequence 
OligonucleorJ de 

<400> 110 

cgattagaaa ctttatagat caggagctgt gg 



<210> 111 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligcnucleotide 

<400> 111 

tgccaotgaa cctgtcaggg accccataaa gc 



<210> 112 
<?H> 32 
<212> DNA 

<213> Artificial sequence 
<22C> 

<223> Description of artificial sequence 
Oligonucleotide . 

<400>' 112 

gatttteayt gt'aaaatctg tgcctgatcc ac 



<210> 113 
<211> 32 



<212> DNA 

<212> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 113 

taaaccccaa catcctcagc ctccactctg ct 



<210> 114 
<211> 32 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<4 00> 111 

tccacqgaac atgtgaacct tgaaaycagt aa 



115 
31 - 
DNA 

Artificial sequence 
<22U> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 115 

tttgatttcc accttqgtcc cttggccgaa c- 



<210> 116 
<211> 19 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> H6 

cgcaqaggat ccacccacg 

<2i0> 111 
<21i> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 117 

gtcagaaege gtgccgcc 



<210> 
<211> 
<212> 
<213> 



<210> 119 
<211> 34 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 118 

accatgaaag tgttgagtct gttgtacctc fctga 



<210> 119 
<211> 34 
<Z12> DNA 

■t: 2 1 3 > Artificial sequence 
<220> . 

<2Z 3> Description of artificial sequence 
Oligonucleotide 

<400> 119 

cagccattcc tggtntcctg tctcayglyc agcl 

<210> 120 
<211> 34 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
• Oligonucleotide 

<400> 120 

tcaggagtcg ggcccaggac tggtgaagcc ttcg 



<210> 121 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 121 

gagaccctgc ccctcacctg cactgcccct ggt 

<r210> 122 
<211> 33 
<2]2> DNA 

<213> Artificial sequence 
<220> 

<223> Description' of artificial sequence: 



Oligonucleotide 



<400> 122 

lacLccatca ccggtqgtta tttatggaac egg 



<210> 123 
<2H> 33 
<212> DNA 

<213> Artificial sequence 
<22C> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 123 

ataeggcage ccccagggaa gggoctggag tgg 

<210> 124 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 124 

atggggtata tcagctacga egg caeca at aac 



<210> 125 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
01 .igonuclootide * 

<400> 125- 

tcaacacttt catggtqqcg gcacgcgtLe fcgac 



<?10> 126 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> . 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 12G 

at&ccacgaa tggctgtcaa gaggtacaac agac 



<210> 127 

<m> 34 

<2l?> DNA 



<213> Artificial sequence 
<22C> 

<223> Description of artificial sequence 
Oligonucleotide 

<40C> 127 

tgggcccqac tcctqaaqct gcacctgaga cagg 

<2\0> 126 
<211> 34 
<212> DNA 

<213> Artificial sequence 
•<22C> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 128 

tgogggacag ggtctccqaa ggcctcacca gtcc 

<210> 129 
<211> 34 
<212> DMA 

<.213> Artificial sequence 

<220> r 
<223> Description of artificial sequence 
Oligonucleotide 

<400> 129 

ccaccggtga tggagtaacc agagacagtg cagg 

<210> 130 
<211> 34 

<212> DNA - 
<213> Artificial sequence 

<220> 

<22 3> Description of artificial sequence; 
Oligonucleotide 

<400> 130 

ccctgggggc r.gccgtatcc agttccataa ataa 

<210> 131 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description cf artificial sequence: 
Oligonucleotide 

<400> 131 

tagctgatat accccatcca ctccagtccc tL 



<210> 132 
<211> 1G 
<2L2> DNA 

<213> Artiticial sequence 
*220> 

<223> Description Of artificial sequence 
Oligonucleotide 

<400>"132 
gctattggta ccgtcg 



<210> 133 
<211> 21 
<212> DNA 

<2t3> Artificial sequence 
<220> 

<223> Description of "artificial sequence 
Oligonucleotide 

<400> 133 

laccjdcgrjla ccaataacta c 



<210> 134 
<211> 32 
<212> DNA 

<213> Artificial sequence . 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 13^1 

aaaccctccc Lcaaggatcg aatcaccata tc 

<210> 135 
<211> 32 
<212> DNA 

<213> Artiticial sequence 

<223> Dfti script ion of artificial sequence 
Oligonucleotide . 

<<100> 135 

aegtgac^cg tccaaqaacc agttctccct ga 



<210> 136 
<211> 32 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 



<400> 136 

agctgagctc tgtgaccgct gcggacactg ca 



<210> 137 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 137 

gtgtattact gtgegagata eggtagggtc tt 

<210> 136 ' " 

<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial, sequence 
Oligonucleotide 

<4CC> 13^ 

cttcgactac tggggecagg gaaccctggt ca 



<210> 139 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<22C> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 139 • 

ccgtctcctc aggtgagtgg atcctctqcq 



<210> 140 
<7^^> 32 
<212> DNA 

<213> Artificial sequence 
<2?Q> 

<223> Description of artificial sequence 
Oligonucleotide 

<400> 140 

aqggagggtt tgtagttatt ggtacegteg ta 



<210> 141 
<211> 32 
<212> DNA 

*<213> Artificial sequence 



<220> , • 

<223> Descriplion of artificial sequence 
Oligonucleotide 

«100> 141 

acgtgtcacg tgatatggtg attcgatcct tg 



<210> 142 
<211> 32 
<212> DNA 

<213> Artificial sequence . 
<22Q> 

<223> Description of artificial sequence 
Cligonucleoti.de 

<400> 112 

aqagctcagc ttcagggoga actggttctt gg 

<210> 143' 
<211> 32 
<212> DMA 

<213> Artificial .sequence 
<220> 

<223> Description of artificial sequence 
oligonucleotide 

<400> 143 

cagtaataca ctgcagtgtc cgcagcggtc ac 

<210> 144 ■ * 

<211> 32 
<212> DMA 

<213> Artificial sequence 
<22C> 

<223> Description of " artificial sequence 
Oligonucleotide 

<40C> 144 

agtagtcaaa gaagacccta ccgtatctcg ca 



<210> 145 
<211> 33 
<212> DWA 

<213> Artificial sequence 

<2x0> 

<223> Description of art if icia 1 . sequence : 
Oligonucleotide 

<400> 145 

ctgaggagac ggLgaccagg gttccctggc CCC 



<21C> 14€ 
<211> 18 
<212> DKA 

<213> Artificial sequence 
<2*0> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 146 

cgcagaggat ccactcac 



<210> 147 
<2ll> 31 
<212> DNA 

<213> Homo sapiens 
<100> 14"? ' 

ctggttactc catcagcqgt ggttatttat g 



<210> 148 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<<U()> 148 

Ceitaaat.aac caccgctgat ggagtaacca g 



<2l0> 149 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 149 

qgqactggag tggatcgggt atatcagcta c 



<210> 150 
<211> 31 
<>M> DNA 

<2i:-J> Homo sapiens 
<400> 150 

gtagctgata taccbgarcc actccagtcc c 



<210> 151 
<211> 31 
<212> DNA 

<213> Homo sapiens 

<<ioo> ira 

tcucLcaagg atcgagtcac catatcacgt g 



<210> 152 
<211> 31 
<212> UNA 



<213> Homo sapiens 



<400> 152 

cacgtgatat ggtgactcga tccttgaggg a 



<210> 153 
<211> 39 
<212> UNA 

<213> Homo sapiens 
<400> 153 

gatcgagcca ccatatcagt ggaca.cytcc aagaacca 



<210> 154 

<211> 39 . 

<212> DNA 

<213> Homo sapiens 

<400> 154 

ctggttcttg gacgtgtcca ccgatatggt gactcgat 



<210> 155 

<211> 31 

<212> DMA 

<213> Homo sapiens 

<4(JU> 155 

gcttccagca gtgata-Ctgc gat.gactcag t 



<210> 156 . 

<211> 31 " 

- <212> DKTA 

<213> Homo sapiens 

<400> 156 

acbgagtcat cacaatatca ctgctggaag c 



